ABSTRACT We report here the complete genome sequence of Pseudomonas sp. strain NC02, isolated from soil in eastern Massachusetts. We assembled PacBio reads into a single closed contig with 132ϫ mean coverage and then polished this contig using Illumina MiSeq reads, yielding a 6,890,566-bp sequence with 61.1% GC content.
Annotation with the Prokaryotic Genome Annotation Pipeline (PGAP) predicted 6,255 protein-coding sequences, 903 of which are annotated as hypothetical proteins, along with 66 tRNAs and 5 rRNA operons. To attempt to further classify NC02, we aligned rpoD by BLASTN to the nonredundant GenBank database, which returned two top hits with 99% identity, Pseudomonas yamanorum (GenBank accession no. LT629793) and Pseudomonas fluorescens (GenBank accession no. CP012400). Because of the complexity of P. fluorescens taxonomy, we chose not to assign a species name. Accession number(s). This complete genome sequence has been deposited in GenBank under the accession no. CP025624. The version described in this paper is the first version, CP025624.1.
